. Size exclusion chromatograms of DNA polymerase h constructs for SAXS. (A) Elution profile of the polymerase domain is shown. (B) Elution profile of the full-length protein is shown. Background subtraction frames were an average from 25 frames prior to the peak (the intervals labeled 1) and from 25 frames after the peak (the intervals labeled 3). Peak integration used 50 frames selected by BIOXTAS RAW EFA centering around the center-right of the peaks (the intervals labeled 2).
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